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Division of Cancer Control and Population Sciences, National Cancer Institute,  
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Center for Health Research, Kaiser Permanente Northwest, Portland, OR    2007-2021 
Positions:    Director, Translational and Applied Genomics (2019 – 2021) 

Associate Director, Science Programs (2017 – 2021) 
Distinguished Investigator (2018-2021) 
Senior Investigator (2007 – 2017) 

    Director of Bio-Repositories & Founding Director of NW Biobank (2008 – 2014) 
 
Dept. of Molecular & Medical Genetics, Oregon Health & Sciences University, Portland, OR         2008-2021 
Affiliate Associate Professor 
 
Office of Public Health Genomics, Centers for Disease Control and Prevention, Atlanta, GA  2006-2007 
Mid-Career Fellow in Genetics & Public Health Research and Practice 
 
Department of Epidemiology & Biostatistics, Case Western Reserve University, Cleveland, OH       1999-2007 
Positions:      Associate Professor (2005 – 2007) 
  Assistant Professor (1999 – 2005) 
 
PREVIOUS RELEVANT EXPERIENCE 
Graduate Research Assistant, University of Washington, Seattle, WA                     1992 – 1999 
Instructor, University of Washington, Seattle, WA                1997 
Teaching Assistant, University of Washington, Seattle, WA         1995 - 1996 

EDUCATION 
PhD in Biostatistics, University of Washington School of Public Health, Seattle, WA, 1999 
MS in Biostatistics, University of Washington School of Public Health, Seattle, WA, 1995 
BS with Honors in Molecular Biology, University of Wisconsin-Madison, Madison, WI, 1990 

SELECTED STATE OR NATIONAL SERVICE 
Chair, External Advisory Panel, eMERGE, National Human Genome Research Institute, 2020–2021 
Member, ASHG Government & Public Advocacy Committee, 2019 - 2021 
Section Editor, Public Health, Epidemiology & Personalized Medicine, Genetics in Medicine, 2019 - present 
Board of Directors, American Society of Human Genetics, 2018 - 2020 
Chair, Clinical Genome (ClinGen) Consortium, National Human Genome Research Institute, 2018 - 2019 
Member, IGNITE & Beyond Workshop Planning Committee, National Human Genome Research Institute, 2016 
Chair, Clinical Sequencing Exploratory Research Consortium, National Human Genome Research Institute, 2015 
External Advisory Panel, IGNITE Consortium, National Human Genome Research Institute, 2014 - 2017 
Board of Directors, International Genetic Epidemiology Society, 2010 - 2013 
Member, Oregon Legislative Advisory Committee on Genetic Privacy & Research, 2009 - 2011 
Chair, Ethical, Legal, and Social Issues Committee, International Genetic Epidemiology Society, 2006 - 2010 
Member, Scientific Program Committee, International Genetic Epidemiology Society, 2006 - 2009 
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2 | P a g e  
 

SELECTED NATIONAL RECOGNITION AND INVITED PRESENTATIONS  
Genetics Screening Approaches for Disease Prediction, Prevention, and Therapy. 30th Annual Meeting of the 
German Society of Human Genetics, Weimer, Germany, 2019.  
Clinical Exome Sequencing in Adults at Risk for Hereditary Cancer Syndromes: The CHARMed Experience. 
Cleveland Institute for Computational Biology , Cleveland, OH, 2019  
Genomic Programs in Health Systems, Genomics Roundtable Workshop, National Academy of Sciences, 2017 
CSER: Veni, Vidi, and a Roadmap to Vici, National Human Genome Research Institute, 2015 
Assessing Genomic Sequencing Information for Health Care Decision Making, Institute of Medicine, 2014 
Trends in 21st Century Epidemiology, National Cancer Institute, 2012 
Study Methodology for Diagnostics in the Postmarket Setting, Food & Drug Administration, 2011 
Epidemiology and Genetics Research Program Visiting Scholars, National Cancer Institute, 2010 
Direct-to-Consumer Genetic Testing, A Cross-Academies Workshop, Institute of Medicine, 2009 
Direct-to-Consumer Genetic Testing, Secretary’s Advisory Committee on Genes, Health, & Society, 2007 
Kavli Fellow, Japanese-American Frontiers of Science, National Academy of Sciences, 2006 
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SJ, Koenig BA, Korf BR, Madden E, McGuire AL, Ou J, Wasserstein MP, Robinson M, Leventhal H, 
Sanderson SC. The genomic medicine integrative research framework: A conceptual framework for 
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expanding carrier testing to include actionable X-linked disorders. Clinical Case Reports 2018 Sep 
19;6(11):2092-2095. PMCID: PMC6230667  

18. Webber EM, Hunter JE, Lee K, Lindor N, Martin CL, Milosavljevic A, Mittendorf K, Muessig M, O’Daniel J, 
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perspectives on the use of categories of conditions for decision making about genomic carrier screening 
results. Am J Med Genet Part A 2018 Feb;176(2):376-385. PMID: 29250907 
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38. Kauffman TL, Wilfond BJ, Jarvik GP, Leo MC, Lynch FL, Reiss JA, Richards CS, McMullen C, Nickerson D, 
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healthy patients seeking preconception genetic testing. Contemporary Clinical Trials 2017;53:100-105. 
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“Affected sib-pair linkage analysis using covariates” Southwestern Medical School, Dallas, TX, November , 2001. 

“Methods in quantitative linkage analysis – Application to genetic analysis.” Workshop 12 Simulated Data, San 
Antonio, TX, October, 2000. 

“Single nucleotide polymorphisms in genetic linkage analysis.” DNA2000 Meeting, Boston, MA, June , 2000. 
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hereditary cancer syndromes (NHGRI)—Principal Investigator (9/19-5/20) 
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Evidence Synthesis for the Clinically Relevant Consortium Support to the Clinical Research Program  (ClinGen) 
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CYP2D6 Gene Variants and Effectiveness of Adjuvant Tamoxifen in Breast Cancer (NCI)—Co-Investigator (8/11-
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Retrospective Cohort Study of Risk of Hip Fractures Associated with High-dose, Long-term Proton Pump 
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Clinical Implementation of Carrier Testing Using NGS Supplement (NHGRI) – Principal Investigator (9/15-5/16) 
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Comparative Effectiveness in Genomic & Personalized Medicine for Colon Cancer (CERGEN) (NCI)— Principal 
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Biobank Facility & Equipment (OCTRI, NCRR)—Principal Investigator of Strategic Initiative (02/10–06/11) (PI-
Orwoll) 

A Study of Thiazide Sensitivity: A Prognostic Risk Score to Identify Causative Mutations  (OCTRI, NCRR)—
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Co-Investigator (09/08–04/10) (PI-Wagner) 

Determinants of poor response to flu vaccine in the elderly (OCTRI, NCRR) —Co-Investigator (06/08-05/09) (PI-
Orwoll)  

Pilot and Feasibility Studies for OCTRI Bio-Repository Using Discarded Clinical Blood Specimens––Co-
Investigator (04/08–04/09) (PI-Orwoll) (Pilot Study Principal Investigator) 

Linkage Consortium for End-stage Renal Disease (NIDDK)—Co-Investigator (09/05–09/08) (PI-Iyengar) 

Tools for the Analysis of Whole-Genome Association Studies in Cystic Fibrosis  (CWRU/CF Pilot and 
Feasibility)—Principal Investigator (04/06–03/08)  

A Multicenter Study to Map Genes for Fuchs Dystrophy (NEI)—Co-Investigator (10/05–09/07) (PI-Iyengar)  

Gene Modifiers in Cystic Fibrosis Lung Disease (NHLBI)—Co-Investigator (09/06–09/07) (PI-Knowles)   

Human Genetic Analysis Resource (NIH)—Co-Investigator (03/99–09/07) (PI-Elston)  

Genetic Factors in Abdominal Aortic Aneurysms  (NHLBI)—Site Principal Investigator (09/03–08/07)  

Issues Related to Direct to Consumer Genetic Testing  (CGREAL Seed Grant Program)—Principal Investigator 
(07/06–06/07)   

Task Order for Functional Genomics (NIH)—Site Principal Investigator (05/03–09/06) (PI: Romero)  

Candidate Genes in Very Late Onset Alzheimer’s Disease (Alzheimer’s Association)—Principal Investigator 
(01/04–12/05)   

Linkage Consortium for End-stage Renal Disease (NIH)—Co-Investigator (09/99–08/05) (Elston) 

Host Genetics and Symptomatic Dengue Infection—Co-Investigator (09/03–08/05) (PI-Blanton) 

Robust Linkage Methods for Human Pedigree Data (NHGRI)—Co-Investigator (08/01–07/05) (PI Olson) 

Genetic Models of Alzheimer's Disease (Robert Swanker Trust Fund)—Principal Investigator (06/02–05/04)  

 

TEACHING EXPERIENCE 

2017-2020 Lecturer, Oregon Health & Sciences University, Department of Molecular and Medical Genetics 
 CONJ 662: Genetic Mechanisms 
 Lectures on Population Genetics. 

2008-2015 Lecturer, Oregon Health & Sciences University, Department of Molecular and Medical Genetics 
 MGEN 622: Eukaryotic Genetics 
 Lectures on Population Genetics. 
 

2013 Advanced Topics in Genome-Wide Association Studies (GWAS) Course, Toronto, Canada  
 

2009 Instructor, Developing Protocols for Genetic Research Studies, The Office of Workforce and 
Career Development, CDC University, Atlanta, GA, March 2009.  

 

2007 Lecturer, Emory University, School of Public Health 
 EPI 522: Human Genome Epidemiology 
 Lectures on Genome-wide Association Studies and Infectious Disease Genetic Epidemiology. 
 

2002–2006 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics  
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 EPBI 452: Statistical Methods in Genetic Epidemiology 
 Topics include statistical methods in segregation analysis, linkage analysis, and association 

studies for both quantitative and discrete traits. 
 

2002-2004 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics  
 EPBI 502: Seminar in Genetic Epidemiology 
 Coordinate seminar schedule, student presentations, and invite outside speakers. 
 

2004 Lecturer, Case Western Reserve University, Department of Neurology 
 NEUR 534: Neurogenetics 
 Lecture on introduction to mapping genetic traits in humans. 
 

2003 Lecturer, Case Western Reserve University, Department of Pharmacology 
 PHRM 520: Introduction to Cancer Biology and Therapeutics 
 Developed lecture and assignment on genetic epidemiology of cancer.  
 

1999–2001 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatist ics 
 EPBI 491: Epidemiology: Application of Theory and Methods 
 Developed lectures and assignments on categorical data analysis, regression analysis, sample 

size and power considerations, bias, confounding, study design, and sampling methods.  

1999–2000 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics  
 EPBI 432: Statistical Methods I 
 Developed lectures on sampling distributions, confidence intervals, and hypothesis testing. 

1999 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics  
  EPBI 455: Epidemiology of Complex Diseases 
  Lecture on single nucleotide polymorphisms in association and linkage mapping.  
 

1997 Instructor, University of Washington, Center for Quantitative Science 
 Statistical Inference in Applied Research 
 Duties included writing and delivering lectures, assigning and grading homework, writing 

exams, leading discussion sections, and office hours. 

1995, 1996 Teaching Assistant, University of Washington, Department of Biostatistics 
 Medical Biometry III 
 Discussion sections, office hours, writing homework solutions, and grading homework.  

SOCIETY MEMBERSHIPS 

1999–2017 International Genetic Epidemiology Society 
1997–2020 American Society of Human Genetics 

PROFESSIONAL SERVICE 

Center for Health Research, Kaiser Permanente Northwest  
2017-2021 Center for Health Research Leadership Team 
2017-2021 Scientific Programs Department Leadership Team 
2017-2021 Member, Interregional Genomics Work Group 
2017-2018 Precision Medicine Advisory Leaders Work Group 
2012-2017 Member, Committee on Appointments and Promotions 
2010-2014 Chair, Biospecimen Strategic Development Committee 
2009-2014 Member, Research Biospecimen Resource Committee 
2008–2012 Member, Science Policy Committee 

Case Western Reserve University 
2006–2007 Member, Case Research Advisory Board, School of Medicine 
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2006–2007 Member, Bylaws Committee, School of Medicine  
1999–2007 Member, Curriculum Committee, Genetic and Molecular Epidemiology Division, Department 

of Epidemiology and Biostatistics 
1999–2007 Member, Admissions Committee, Genetic and Molecular Epidemiology Division, Department 

of Epidemiology and Biostatistics 
1999–2007  Member, Examination Committee, Genetic and Molecular Epidemiology Division, Department 

of Epidemiology and Biostatistics  
2005–2006 Vice-President, Women Faculty of the School of Medicine  
2001–2005  Treasurer, Women Faculty of the School of Medicine 
2005–2006 Member, Curriculum Committee, Department of Epidemiology and Biostatistics 
2000–2006 Member, Women Faculty of the School of Medicine Steering Committee 
2002 Member, Committee on Appointment, Promotion, and Tenure, Department of Epidemiology 

and Biostatistics 
2001–2002 Member, Space Committee, Rammelkamp Center for Education and Research, MetroHealth  

University of Washington 
1996, 1997  Member, Graduate and Professional Student Senate 
1994, 1995  Member, Admissions Committee, Department of Biostatistics  


