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Senior Investigator (2007 —2017)

Director of Bio-Repositories & Founding Director of NW Biobank (2008 —2014)

Dept. of Molecular & Medical Genetics, OregonHealth & Sciences University, Portland, OR 2008-2021
Affiliate Associate Professor

Office of Public Health Genomics, Centers for Disease Controland Prevention, Atlanta, GA 2006-2007
Mid-Career Fellow in Genetics & Public Health Research and Practice

Department of Epidemiology & Biostatistics, Case Western Reserve University, Cleveland, OH 1999-2007
Positions: Associate Professor (2005 - 2007)
Assistant Professor (1999 — 2005)

PREVIOUS RELEVANT EXPERIENCE

Graduate Research Assistant, University of Washington, Seattle, WA 1992 — 1999
Instructor, University of Washington, Seattle, WA 1997
Teaching Assistant, University of Washington, Seattle, WA 1995 - 1996
EDUCATION

PhD in Biostatistics, University of Washington School of Public Health, Seattle, WA, 1999
MS in Biostatistics, University of Washington School of Public Health, Seattle, WA, 1995
BS with Honors in Molecular Biology, University of Wisconsin-Madison, Madison, WI, 1990

SELECTED STATE OR NATIONAL SERVICE

Chair, External Advisory Panel, eMERGE, National Human Genome Research Institute, 2020-2021

Member, ASHG Government & Public Advocacy Committee, 2019 - 2021

Section Editor, Public Health, Epidemiology & Personalized Medicine, Genetics in Medicine, 2019 - present
Board of Directors, American Society of Human Genetics, 2018 - 2020

Chair, Clinical Genome (ClinGen) Consortium, National Human Genome Research Institute, 2018 - 2019
Member, IGNITE & Beyond Workshop Planning Committee, National Human Genome Research Institute, 2016
Chair, Clinical Sequencing Exploratory Research Consortium, National Human Genome Research Institute, 2015
External Advisory Panel, IGNITE Consortium, National Human Genome Research Institute, 2014 - 2017

Board of Directors, International Genetic Epidemiology Society, 2010 - 2013

Member, Oregon Legislative Advisory Committee on Genetic Privacy & Research, 2009 - 2011

Chair, Ethical, Legal, and Social Issues Committee, International Genetic Epidemiology Society, 2006 - 2010
Member, Scientific Program Committee, International Genetic Epidemiology Society, 2006 - 2009

Review panel member, Center for Scientific Review, National Institutes of Health, 2002 - present
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SELECTED NATIONAL RECOGNITION AND INVITED PRESENTATIONS

Genetics Screening Approaches for Disease Prediction, Prevention, and Therapy. 30t Annual Meeting ofthe
German Society of Human Genetics, Weimer, Germany, 2019.

Clinical Exome Sequencing in Adults at Risk for Hereditary Cancer Syndromes: The CHARMed Experience.
Cleveland Institute for Computational Biology, Cleveland, OH, 2019

Genomic Programs in Health Systems, Genomics Roundtable Workshop, National Academy of Sciences, 2017
CSER: Veni, Vidi, and a Roadmapto Vici, National Human Genome Research Institute, 2015

Assessing Genomic Sequencing Information for Health Care Decision Making, Institute of Medicine, 2014
Trends in 21st Century Epidemiology, National Cancer Institute, 2012

Study Methodology for Diagnostics inthe Postmarket Setting, Food & Drug Administration, 2011
Epidemiology and Genetics Research Program Visiting Scholars, National Cancer Institute, 2010
Direct-to-Consumer Genetic Testing, A Cross-Academies Workshop, Institute of Medicine, 2009
Direct-to-Consumer Genetic Testing, Secretary’s Advisory Committee on Genes, Health, & Society, 2007
Kavli Fellow, Japanese-American Frontiers of Science, National Academy of Sciences, 2006
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reporting standards for polygenic scores in risk prediction studies. Nature 2021 Mar; 591 (7849):211-219.
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Caruncho M, Jarvik GP, Wilfond B, Goddard KAB, Joseph G, Development and early implementation of an
Accessible, Relational, Inclusive, and Actionable approach to genetic counseling: The ARIA model. Patient
Educ Couns 2020 Dec 23. PMID: 33549385

5. Goddard KAB,AngeloF, Ackerman S, BergJ, Biesecker B, Danila M, East K, Hindorff L, Horowitz C, Hunter
J, Galen J, Knight S, McGuire A. Lessons learned about harmonizing survey measures for the CSER
consortium. J Clin Translational Science 2020 Apr 24; 4(6):537-546. PMCID: PMC8057449

6. Kraft SA, Rothwell E, Shah SK, Duenas DM, Lewis H, Muessig K, Opel DJ, Goddard KAB, Wilfond BS.
Demonstrating ‘respect for persons’ inclinical research: findings from qualitative interviews with diverse
genomics research participants. J Med Ethics 2020 Oct 6. PMCID: PMC8021602
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Goddard KAB, Wilfond BS. Participant reactions to a literacy-focused, web-based informed consent
approach for a clinical genomic implementation study. AJOB Empirical Bioethics 2020 Sep 26;1-11. PMID:
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8. FreedAS, GruR I, McMullen CK, Leo MC, Kauffman TL, Porter KM, Muessig KR, Eubanks D, Goddard KAB,
Wilfond BS, Liles EG. A decision aid for additional findings in genomic sequencing: Development and pilot
testing. Patient Educ Couns. 2020 Nov 6:50738-3991(20)30602-9. Epub ahead of print. PMID:33191058.
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2|Page



10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

the implications of positive genomic screening results. Personalized Medicine 2020 Mar;17(2):101-109.
PMCID: PMC7147673

Naber SK, Kundu S, Kuntz KM, Dotson D, Williams MS, Zauber AG, Calonge N, Zallen DT, Ganiats TG,
Whitlock EP, Webber EM, Goddard KAB, Henrikson NB, van Ballegooijen M, Janssens CJW, Lansdorp-
VogelaarIl. Cost-effectiveness of risk-stratified colorectal cancer screening based on polygenic risk:
Current status and future potential. JNCI Cancer Spectrum 2020 Feb;4(1): pkz086. PMCID: PMC6988584
Kraft S, McMullen C, Lindberg N, Bui D, Shipman K, Anderson K, Joseph G, Duenas D, Porter K, Kauffman
TL, Koomas A, Ransom CL, Jackson P, Goddard KAB, Wilfond BS, Lee SS. Integrating stakeholder feedback
in translational genomics research: an ethnographic analysis of a study protocol's evolution. Genet Med
2020 Jun;22(6):1094-1101. PMCID: PMC7275883

Mittendorf KF, Hunter JE, Schneider JL, Shuster E, Rope AF, Zepp J, Gilmore MJ, Muessig KR, Davis JV,
Kauffman TL, Bergen KM, Wiesner GL, Acheson LS, Peterson SK, Syngal S, Reiss JA, Goddard KAB.
Recommended care and care adherence following a diagnosis of Lynch syndrome: A mixed-methods
study. Hereditary Cancer in Clinical Practice 2019 Dec 16;17:31. PMCID: PMC6915941

Paquin RS, Mittendorf KF, Lewis MA, Hunter JE, Lee K, Berg JS, Williams MS, Goddard KAB. Expert and lay
perspectives on burden, risk, tolerability, and acceptability of clinical interventions for genetic disorders.
Genet Med 2019 Nov;21(11):2561-2566. PMCID: PMC6815237

Clarke EV, Muessig KR, ZeppJM, Hunter JE, Syngal S, Acheson LS, Wiesner GL, Peterson SK, Bergen KM,
Shuster E, Davis JV, Schneider JL, Kauffman TL, Gilmore MJ, Reiss JA, Rope AF, Cook JE, Goddard KAB.
Implementation of a systematic tumor screening program for Lynch Syndrome in an integrated health
care setting. Familial Cancer 2019 Jul;18(3):317-325. PMCID: PMC6685685

Horowitz CR, Orlando LA, Slavotinek AM, PetersonJ, Angelo F, Biesecker B, Bonham VL, Cameron LD,
Fullerton SM, Gelb BD, Goddard KAB, HailuB, Hart R, Hindorff LA, Jarvik GP, Kaufman D, Kenny EE, Knight
SJ, Koenig BA, Korf BR, Madden E, McGuire AL, Ou J, Wasserstein MP, Robinson M, Leventhal H,
Sanderson SC. The genomic medicine integrative research framework: A conceptual framework for
conducting genomic medicine research. AmJ Hum Genet 2019 June 6;104(6):1088-1096. [Epub 2019 May
16] PMCID: PMC6556906

Amendola LM, Berg JS, Horowitz CR, Angelo F, BensonJT, Biesecker BB, Biesecker LG, Cooper GM, EastK,
Filipski K, Fullerton SM, Gelb BD, Goddard KAB, Hailu B, Hart R, Hassmiller Lich K, Joseph G, Kenny EE,
Koenig BA, Knight SJ, Kwok PY, Lewis KL, McGuire AL, Norton ME, Ou J, Parsons DW, Powell BC, Risch N,
Robinson M, Rini C, Scollon S, Slavotinek AM, Veenstra DL, Wasserstein M, Wilfond BS, Hindorff LA, Plon
SE, Jarvik GP. The clinical sequencing evidence-generating research (CSER) consortium: Integrating
genomic sequencing in diverse and medically underserved populations. Am J Hum Genet 2018 Sept
6;103(3):319-327. PMCID: PMC6128306

Rope A, Kauffman T, Himes P, Amendola L, Punj S, Akkari Y, Potter A, Davis JV, Schneider J, Reiss JA,
Gilmore MJ, McMullen CK, Nickerson DA, Richards CS, Jarvik GP, Wilfond BS, Goddard KAB. A case for
expanding carrier testing toinclude actionable X-linked disorders. Clinical Case Reports 2018 Sep
19;6(11):2092-2095. PMCID: PMC6230667

Webber EM, Hunter JE, Lee K, Lindor N, Martin CL, Milosavljevic A, Mittendorf K, Muessig M, O’ Daniel J,
Patel R, Ramos EM, Rego$, Slavotinek A, Sobriera N, Weaver M, Williams MS, Biesecker LG, BuchananA,
ClarkeE, Currey E, Dagan-Rosenfeld O, Goddard KAB, Evans JP. Evidence-based assessments of clinical
actionability in the context of secondary findings: Updates from ClinGen’s actionability working group.
Hum Mutat 2018 Nov;39(11):1677-1685. PMCID: PMC6211797

Hart MR, Biesecker BB, Amendola LM, Bergstrom KL, Biswas S, Blout CL, Bowling KM, Brothers KB,
ChristensenKD, Conlin LK, Cooper GM, Dulik MC, East KM, Everett JN, Ghazani AA, Gilmore M, Goddard
KAB, Jarvik GP, Kauffman TL, Kaufman D, Kelley WV, Krier JB, Lewis KL, McGuire AL, McMullen C, Ou J,
Plon S, Rehm H, Richards CS, Romasko EJ, Sagardia AM, Spinner NB, Thompson ML, Turbitt E, VassyJL,
Wilfond BS, Biesecker LG, GreenRC, Veenstra DL, Berg JS, Hindorff LA. Secondary findings from clinical
genomic sequencing: Prevalence, patient perspectives, family history assessment, and healthcare costs
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from a multi-site study. Genet Med 2019 May;21(5):1100-1110. PMCID: PMC6450774

Kraft SA, Duenas D, Wilfond BS, Goddard KAB. The evolving landscape of expanded carrier screening:
Challenges and opportunities. Genet Med 2019 May 21: 790-797. PMCID: PMC6752283

Porter K, Kauffman T, Koenig B, Lewis K, Rehm H, Richards CS, Strande N, Tabor H, Wolf S, YangY,
Amendola L, AzzaritiD, BergJ, Bergstrom K, Biesecker L, Biswas S, Bowling K, Chung W, Clayton E, Conlin
L, Cooper G, Dulik M, GarrawayL, GhazaniA, GreenR, Hiatt S, Jamals, Jarvik GP, Goddard KAB, Wilfond
B, members of the CSER Actionability and Return of Results Work Group. Approaches to carrier testing
and results disclosure in translational genomics research: The clinical sequencing exploratoryresearch
consortium experience. Molecular Genetics & Genomic Medicine 2018 Aug 21. PMCID: PMC6305639
Clarke EV, Schneider JL, Lynch F, Kauffman TL, Leo MC, Rosales AG, DickersonJF, Shuster E, Wilfond B,
Goddard KAB. Assessment of willingness to pay for expanded carrier screening among women and
couples undergoing preconception carrier screening. J Med Genet 2018;PLoS ONE 13(7):e0200139.
PMCID: PMC6051630

Schneider JL, Goddard KAB, Muessig KR, Davis JV, Rope AF, Hunter JE, Peterson SK, Acheson LS, Syngal S,
Wiesner GL, Reiss JA. Patient and provider perspectives on adherence to and care coordination of Lynch
syndrome surveillance recommendations: findings from qualitative interviews. Hered Cancer Clin Pract
2018 May 10. PMCID: PM(C5946437

Butterfield RM, Evans JP, Rini C, Kuczynski K, Waltz M, Cadigan RJ, Goddard KAB, Muessig KR, Henderson
GE. Returning negative results to individuals in a genomic screening program: Lessons learned. Genet Med
2019 Feb;21(2):409-416 [Epub 2018 June 6] PMID: 29875426

Punj S, AkkariY, HuangJ, Yang F, CreasonA, Pak C, Potter A, Dorschner MO, Nickerson DA, RobertsonPD,
Jarvik GP, Amendola LM, Schleit J, Simpson DK, Rope AF, Reiss J, KauffmanT, Gilmore MJ, Himes P,
Wilfond B, Goddard KAB, Richards CS. Preconception Carrier Screening by Genome Sequencing: Results
from the Clinical Laboratory. AmJ Hum Genet 2018 May 3. pii: S0002-9297(18)30136-8. [Epub 2018 May
3] PMCID: PM(C5992121

Wilfond BS, Kauffman TL, Jarvik GP, Reiss JA, Richards CS, McMullen C, Gilmore M, Himes P, Kraft SA,
Porter KM, Schneider JL, Punj S, Leo MC, DickersonJF, Lynch FL, Clarke E, Rope AF, Lutz K, Goddard KAB.
Lessons Learned From A Study Of Genomics-Based Carrier Screening For Reproductive Decision Making.
Health Aff (Millwood) 2018 May;37(5):809-816. PMID: 29733724

Kraft SA, Schneider JL, Leo MC, Kauffman TL, Davis JV, Porter KM, McMullen CK, Wilfond BS, Goddard
KAB. Patient actions and reactions after receiving negative results from expanded carrier screening. Clin
Genet 2018 May;93(5):962-971. PMCID: PMC5899643

Lynch FL, Himes P, Gilmore MJ, Morris E, Kauffman TL, Shuster E, Wilfond BS, Reiss JA, DickersonJ, Leo
MC, Schneider J, Davis J, McMullen C, Goddard KAB. Time costs for genetic counseling in preconception
screening with genome sequencing. J Genet Couns 2018 Feb 8. [Epub 2018 Feb 8] PMCID: PMC6061093
ChristensenKD, Bernhardt BA, Jarvik GP, Hindorff LA, Ou J, B Biswas S, Powell BC, Grundmeier RW,
Machini K, Karavite DJ, Pennington JW, Krantz ID, Berg JS, Goddard KAB. Anticipated responses of early
adopter genetic specialists and nongenetic specialists to unsolicited genomic secondary findings. Genet
Med 2018 Oct;20(10):1186-1195. PMCID: PMC6103906

Kraft SA, McMullen CK, Porter KM, Kauffman TL, Davis JV, Schneider JL, Goddard KAB, Wilfond BS. Patient
perspectives on the use of categories of conditions for decision making about genomic carrier screening
results. AmJ Med Genet Part A 2018 Feb;176(2):376-385. PMID: 29250907

Naber SK, Kuntz KM, Henrikson NB, Williams MS, Calonge N, Goddard KAB, Zallen DT, Ganiats TG,
Webber EM, Janssens ACJW, van Ballegooijen M, Zauber AG, Lansdorp-Vogelaar I. Cost Effectiveness of
Age-Specific Screening Intervals for People with Family Histories of Colorectal Cancer. Gastroenterology
2018 Jan;154(1):105-116.e20. [Epub 2017 Sep 27] PMCID: PMC6104831

CadiganRJ, Butterfield R, Rini C, Waltz M, Kuczynski KJ, Muessig K, Goddard KAB, Henderson GE. Online
education and e-consent for GeneScreen, a preventive genomic screening study. Public Health Genomics
2017;20(4):235-246. PMCID: PMC5698149
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Kauffman TL, Irving SA, Leo MC, Gilmore MJ, Himes P, McMullen CK, Morris E, Schneider J, Wilfond BS,
Goddard KAB. The NextGen Study: Patient motivation for participation in genome sequencing for carrier
status. Mol Genet Genomic Med 2017 Jul 2;5(5):508-515. PMCID: PMC5606895

Hunter JE, Arnold KA, Cook JE, ZeppJ, Gilmore MJ, Rope AF, Davis J, Bergen KM, Esterberg E, Muessig KR,
Peterson SK, Syngal S, Acheson L, Wiesner G, Reiss J, Goddard KAB. Universal screening for Lynch
syndrome among patients with colorectal cancer: Patient perspectives on screening and sharing results
with at-risk relatives. Fam Cancer 2017 Jul;16(3):377-387. PMID: 28176204

Himes P, Kauffman TL, Muessig KR, Amendola L, Berg JS, Dorschner MO, Gilmore M, Nickerson DA, Reiss
JA, Richards CS, Rope AF, Simpson DK, Wilfond BS, Jarvik GP, Goddard KAB. Genome sequencing and
carrier testing: Decisions on categorizationand whether to disclose results of carrier testing. Genet Med
2017 Jul;19(7):803-808. PMCID: PMC5509491

O’Daniel JM, McLaughlinHM, Amendola LM, Bale SJ, Berg JS, Bick D, Bowling KM, Chao EC, Chung WK,
Conlin LK, Cooper GM, Das S, DeignanJL, Dorschner MO, Evans JP, Ghazani AA, Goddard KA, Gornick M,
Farwell Hagman KD, Hambuch T, Hegde M, Hindorff LA, Holm IA, Jarvik GP, Knight Johnson A, Mighion L,
Morra M, Plon SE, Punj S, Richards CS, Santani A, Shirts BH, Spinner NB, Tang S, Weck KE, Wolf SM, Yang
Y, Rehm HL. A survey of current practices for genomic sequencing test interpretation and reporting
processes in US laboratories. Genet Med 2017 May;19(5):575-582. PMCID: PMC5415437

Gilmore MJ, Schneider J, Davis JV, Kauffman TL, Leo MC, BergenK, Reiss JA, Himes P, Morris E, Young C,
McMullen C, Wilfond BS, Goddard KA. Reasons for Declining Preconception Expanded Carrier Screening
Using Genome Sequencing. J Genet Couns 2017 Mar 17. PMCID: PMC5601030

Kauffman TL, Wilfond BJ, Jarvik GP, Leo MC, Lynch FL, Reiss JA, Richards CS, McMullen C, Nickerson D,
Dorschner MO, Goddard KAB. Design of a randomized controlled trial for genomic carrier screening in
healthy patients seeking preconception genetictesting. Contemporary Clinical Trials 2017;53:100-105.
PMCID: PMC5274557

GreenRC, Goddard KAB, Amendola LM, Appelbaum PS, Berg JS, Bernhardt BA, Biesecker LG, Biswas S,
Blout CL, Bowling KM, Brothers KB, Burke W, Caga-Anan CF, Chinnaiyan AM, Chung WK, Clayton EW,
Cooper GM, EastK, Evans JP, Fullerton SM, Garraway LA, Garrett JR, Gray SW, Henderson GE, Hindorff LA,
Holm IA, Lewis MH, Hutter CM, Janne PA, Joffe S, Kaufman D, Knoppers BM, Koenig BA, Krantz ID,
Manolio T, McCullough L, McEwen J, McGuire A, Muzny D, Myers RM, Nickerson DA, Ou J, Parsons DW,
Petersen GM, Plon SE, Rehm HL, Roberts JS, Robinson D, Salama J, Scollon S, Sharp RR, Shirts B, Spinner
NB, Tabor HK, Tarczy-Hornoch P, Veenstra DL, Wagle N, Weck K, Wilfond BS, Wilhelmsen K, Wolf SM,
Wynn J, Yu JH, for the CSER Consortium. Clinical Sequencing Exploratory Research Consortium:
Accelerating evidence-based practice of genomic medicine. Am J Hum Genet 2016 Jun 2;98(6):1051-66.
PMCID: PMC4908179

Hunter JE, Irving SI, Biesecker LG, BuchananA, Jensen B, Lee K, Martin CL, Milko L, Muessig K, Niehaus AD,
O’Daniel J, Piper MA, Ramos EN, Schully SD, Scott AF, Slavotinek A, Sobreira N, Strande N, Weaver W,
Webber EM, Williams MS, Berg JS, Evans JP, Goddard KAB, on behalf of the ClinGen Resource. A
standardized, evidence-based protocol to assess clinical actionability of genetic disorders associated with
genomic variation. Genet Med 2016 Dec;18(12):1258-1268. PMCID: PMC5085884

Korngiebel DM, McMullen C, Amendola L, BergJ, Davis ]V, Gilmore MJ, Harding C, Himes PN, Jarvik G,
Kauffman TL, Kennedy K, Kostiner-Simpson D, Leo MC, Lynch F, Neil N, Quigley D, Reiss JA, Richards CS,
Rope A, Schneider JL, Goddard KAB, Wilfond BS. Generating a taxonomy for genetic conditions relevant
to reproductive planning. AmericanJournal of Medical Genetics 2016 Mar;170(3):565-73. PMCID:
PMC4860293

Leo MC, McMullen C, Wilfond BS, Lunch F, Reiss JA, Gilmore MJ, Himes P, Kauffman TL, Davis JV, Jarvik
GP, Berg JS, Harding C, Kennedy K, Kostiner-Simpson D, Quigley D, Richards CS, Rope AF, Goddard KAB.
Patients’ ratings of genetic conditions validate a taxonomy to simplify decisions about preconception
carrier screening via genome sequencing. AmJ Med Genet A 2016 Mar;170(3):574-82. PMCID:
PMC4824299
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L, Wiesner G, PetersonS, Goddard KAB. Stakeholder perspectives on implementing a universal Lynch
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patient perspectives on benefits and barriers. Journal of Clinical Oncology 2015 Sep 15;121(18):3281-9.
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Janssens ACJW, Zauber A, Lansdorp-Vogelaar |, van Ballegooijen M, Whitlock E. Family history and the
natural history of colorectal cancer: Systematic review. Genet Med 2015 Sep 2;17(9):702-712. PMCID:
PMC4955831

Wilfond B, Goddard KAB. It'scomplicated: Criteria for policy decisions for the clinical integration of
genome scale sequencing for reproductive decision-making. Molecular Genetics and Genomic Medicine
2015 Jul;3(4):239-242. PMCID: PMC4521960

Webber EM, Kauffman TL, O’Connor E, Goddard KAB. Systematic review of the predictive effect of MSI
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Doria-Rose P, Goddard KAB, Hankinson SE, Kushi LH, Larson EB, McShane LM, Schilsky RL, Shak S, Skates
SJ, Urban ND, Kramer BS, Khoury MJ, Ransohoff DF. Leveraging biospecimen resources for discovery or
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2009 Instructor, Developing Protocols for Genetic Research Studies, The Office of Workforce and
Career Development, CDC University, Atlanta, GA, March 2009.

2007 Lecturer, Emory University, School of Public Health
EPI522: Human Genome Epidemiology
Lectures on Genome-wide Association Studies and Infectious Disease Genetic Epidemiology.

2002-2006 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics
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EPBI 452: Statistical Methods in Genetic Epidemiology
Topics include statistical methods in segregation analysis, linkage analysis, and association
studies for both quantitative and discrete traits.

2002-2004 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics
EPBI 502: Seminar in Genetic Epidemiology
Coordinate seminar schedule, student presentations, and invite outside speakers.

2004 Lecturer, Case Western Reserve University, Department of Neurology
NEUR 534: Neurogenetics
Lecture on introduction to mapping genetic traits in humans.

2003 Lecturer, Case Western Reserve University, Department of Pharmacology
PHRM 520: Introduction to Cancer Biology and Therapeutics
Developed lecture and assignment on genetic epidemiology of cancer.

1999-2001 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics
EPBI 491: Epidemiology: Application of Theory and Methods
Developed lectures and assignments on categorical data analysis, regression analysis, sample
size and power considerations, bias, confounding, study design, and sampling methods.

1999-2000 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics
EPBI 432: Statistical Methods |
Developed lectures on sampling distributions, confidence intervals, and hypothesis testing.

1999 Lecturer, Case Western Reserve University, Department of Epidemiology and Biostatistics
EPBI 455: Epidemiology of Complex Diseases
Lecture on single nucleotide polymorphisms in associationand linkage mapping.

1997 Instructor, University of Washington, Center for Quantitative Science
Statistical Inference in Applied Research
Duties included writing and delivering lectures, assigning and grading homework, writing
exams, leading discussion sections, and office hours.

1995, 1996 Teaching Assistant, University of Washington, Department of Biostatistics
Medical Biometry|ll
Discussionsections, office hours, writing homework solutions, and grading homework.

SOCIETY MEMBERSHIPS

1999-2017 International Genetic Epidemiology Society
1997-2020 American Society of Human Genetics

PROFESSIONAL SERVICE

Center for Health Research, Kaiser Permanente Northwest
2017-2021 Center for HealthResearch Leadership Team
2017-2021 Scientific Programs Department Leadership Team
2017-2021 Member, Interregional Genomics Work Group
2017-2018 Precision Medicine Advisory Leaders Work Group

2012-2017 Member, Committee on Appointments and Promotions
2010-2014 Chair, Biospecimen Strategic Development Committee
2009-2014 Member, Research Biospecimen Resource Committee

2008-2012 Member, Science Policy Committee

Case Western Reserve University
2006-2007 Member, Case Research Advisory Board, School of Medicine
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2006-2007
1999-2007

1999-2007
1999-2007
2005-2006
2001-2005
2005-2006
2000-2006
2002

2001-2002

Member, Bylaws Committee, School of Medicine

Member, Curriculum Committee, Genetic and Molecular Epidemiology Division, Department
of Epidemiology and Biostatistics

Member, Admissions Committee, Geneticand Molecular Epidemiology Division, Department
of Epidemiology and Biostatistics

Member, Examination Committee, Genetic and Molecular Epidemiology Division, Department
of Epidemiology and Biostatistics

Vice-President, Women Faculty of the School of Medicine

Treasurer, Women Faculty of the School of Medicine

Member, Curriculum Committee, Department of Epidemiology and Biostatistics

Member, Women Faculty of the School of Medicine Steering Committee

Member, Committee on Appointment, Promotion, and Tenure, Department of Epidemiology
and Biostatistics

Member, Space Committee, Rammelkamp Center for Education and Research, MetroHealth

University of Washington

1996, 1997
1994, 1995
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Member, Graduate and Professional Student Senate
Member, Admissions Committee, Department of Biostatistics



